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ENTERED 



3 <110> APPLICANT: Macrozyme 

4 Aerts, Johannes M.F.G. 

5 Boot, Rolf G. 

7 <120> TITLE OF INVENTION: A mammalian mucinase, its recombinant production, and 

8 its use in therapy or prophylaxis against diseases in 

9 which mucus is involved or infection diseases 
11 <130> FILE REFERENCE: 2183-5136US 

13 <140> CURRENT APPLICATION NUMBER: 10/004 , 219B 

14 <141> CURRENT FILING DATE: 2001-11-02 
16 <160> NUMBER OF SEQ ID NOS : 14 
18 <170> SOFTWARE: Patentln Ver . 2.1 

20 <210> SEQ ID NO: 1 

21 <211> LENGTH: 476 

22 <212> TYPE: PRT 

23 <213> ORGANISM: Artificial Sequence 

25 <2 20> FEATURE: 

26 <223> OTHER INFORMATION: Description of Artificial Sequence: human AMCase 
2 7 amino acid sequence deduced from cDNA sequence 
29 
30 
31 
33 
34 
36 
37 
39 
40 
42 
43 
45 
46 
48 
49 
51 
52 
54 
55 
57 
58 
60 
61 
63 
64 



<400> SEQUENCE: 


1 
























Met 


Thr Lys 


Leu 


He 


Leu 


Leu 


Thr 


Gly 


Leu 


Val 


Leu 


He 


Leu 


Asn 


Leu 


1 






5 










10 










15 




Gin 


Leu Gly Ser 


Ala 


Tyr 


Gin 


Leu 


Thr 


Cys 


Tyr 


Phe 


Thr 


Asn 


Trp 


Ala 






20 










25 










30 






Gin 


Tyr Arg 
35 


Pro 


Gly 


Leu 


Gly 


Arg 
40 


Phe 


Met 


Pro 


Asp 


Asn 
45 


He 


Asp 


Pro 


Cys 


Leu Cys 
50 


Thr 


His 


Leu 


He 
55 


Tyr 


Ala 


Phe 


Ala 


Gly 
60 


Arg 


Gin 


Asn 


Asn 


Glu 


He Thr 


Thr 


He 


Glu 


Trp 


Asn 


Asp 


Val 


Thr 


Leu 


Tyr 


Gin 


Ala 


Phe 


65 








70 










75 










80 


Asn 


Gly Leu 


Lys 


Asn 
85 


Lys 


Asn 


Ser 


Gin 


Leu 
90 


Lys 


Thr 


Leu 


Leu 


Ala 
95 


He 


Gly 


Gly Trp 


Asn 
100 


Phe 


Gly 


Thr 


Ala 


Pro 
105 


Phe 


Thr 


Ala 


Met 


Val 
110 


Ser 


Thr 


Pro 


Glu Asn 
115 


Arg 


Gin 


Thr 


Phe 


He 
120 


Thr 


Ser 


Val 


He 


Lys 
125 


Phe 


Leu 


Arg 


Gin 


Tyr Glu 
130 


Phe 


Asp 


Gly 


Leu 
135 


Asp 


Phe 


Asp 


Trp 


Glu 
140 


Tyr 


Pro 


Gly 


Ser 


Arg 


Gly Ser Pro 


Pro 


Gin 


Asp 


Lys 


His 


Leu 


Phe 


Thr 


Val 


Leu 


Val 


Gin 


145 








150 










155 










160 


Glu 


Met Arg 


Glu 


Ala 
165 


Phe 


Glu 


Gin 


Glu 


Ala 
170 


Lys 


Gin 


He 


Asn 


Lys 
175 


Pro 


Arg 


Leu Met 


Val 
180 


Thr 


Ala 


Ala 


Val 


Ala 
185 


Ala 


Gly 


He 


Ser 


Asn 
190 


He 


Gin 
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fx ft 

0 D 


Cor 

Del 


Gly Tyr 


Glu 


He 


Pro Gin 


Leu 


Ser 


Gin 


Tvr 


Leu 


ASP 


Tyr 


He 


His 


fl 
0 / 






j.y d 








200 










205 








fx Q 


Vol 


Met 


Thr 


xyx 


Sen 
nop 




Glv 


Ser 


TrD 


Glu 


Glv 


Tvr 


Thr 


Gly 


Glu 


7 fi 




zlU 








215 










220 










7 0 


Asn 


Ser 


Pro 




Tvr 




Pro 


Thr 


Asp 


Thr 


Glv 


Ser 


Asn 


Ala 


Tyr 


7 "5 
/ J 












9^0 








235 










240 


7 ^ 


Leu 


Asn 


vai 




iyr 


Val nc l. 


Asn 


Tvr 


Tro 


Lys 


Asp 


Asn 


Gly 

NJ -»- jr 


Ala 


Pro 


7 fx 
1 0 










94. S 








250 










255 




7 ft 
/ 0 


rt. -L d 


Glu 


Lys 






Val Gly 


Phe 


Pro 


Thr 


Tvr 

JL 


Glv 


His 


Asn 


Phe 


He 


7 Q 
















265 










270 






81 


Leu 


Ser 


Asn 


Pro 


Ser 


Asn Thr 


Gly 


He 


Gly 


Ala 


Pro 


Thr 


Ser 


Gly 


Ala 


82 






275 








280 










285 








84 


Gly 


Pro 


Ala 


Gly 


Pro 


Tyr Ala 


Lys 


Glu 


Ser 


Gly 


He 


Trp 


Ala 


Tyr 


Tyr 


85 




290 








295 










300 










87 


Glu 


He 


Cys 


Thr 


Phe 


Leu Lys 


Asn 


Gly 


Ala 


Thr 


Gin 


Gly 


Trp 


Asp 


Ala 


88 


305 










310 








315 










320 


90 


Pro 


Gin 


Glu 


Val 


Pro 


Tyr Ala 


Tyr 


Gin 


Gly 


Asn 


Val 


Trp 


Val 


Gly 


Tyr 


91 










325 








330 










335 




93 


Asp 


Asn 


He 


Lys 


Ser 


Phe Asp 


He 


Lys 


Ala 


Gin 


Trp 


Leu 


Lys 


His 


Asn 


94 






340 








345 










350 






96 


Lys 


Phe Gly 


Gly 


Ala 


Met Val 


Trp 


Ala 


He 


Asp 


Leu 


Asp 


Asp 


Phe 


Thr 


97 






355 








360 










365 








99 


Gly 


Thr 


Phe 


Cys 


Asn 


Gin Gly 


Lys 


Phe 


Pro 


Leu 


He 


Ser 


Thr 


Leu 


Lys 



100 




370 










375 










380 








102 


Lys 


Ala 


Leu 


Gly 


Leu 


Gin 


Ser 


Ala 


Ser 


Cys 


Thr 


Ala 


Pro 


Ala 


Gin Pro 


103 


385 








390 










395 








400 


105 


lie 


Glu 


Pro 


He 


Thr 


Ala 


Ala 


Pro 


Ser 


Gly 


Ser 


Gly 


Asn 


Gly Ser Gly 


106 










405 










410 










415 


108 


Ser 


Ser 


Ser 


Ser 


Gly 


Gly 


Ser 


Ser 


Gly 


Gly 


Ser 


Gly 


Phe 


Cys 


Ala Val 


109 








420 










425 










430 




111 


Arg 


Ala 


Asn 


Gly 


Leu 


Tyr 


Pro 


Val 


Ala 


Asn 


Asn 


Arg 


Asn 


Ala 


Phe Trp 


112 






435 










440 










445 






114 


His 


Cys 


Val 


Asn 


Gly 


Val 


Thr 


Tyr 


Gin 


Gin 


Asn 


Cys 


Gin 


Ala 


Gly Leu 


115 




450 










455 










460 








117 


Val 


Phe 


Asp 


Thr 


Ser 


Cys 


Asp 


Cys 


Cys 


Asn 


Trp 


Ala 








118 


465 










470 










475 











121 <210> SEQ ID NO: 2 

122 <211> LENGTH: 1625 

123 <212> TYPE: DNA 

124 <213> ORGANISM: Artificial Sequence 

126 <220> FEATURE: 

127 <223> OTHER INFORMATION: Description of Combined DNA/RNA Molecule: human 

128 AMCase cDNA sequence and deduced amino acid 

129 sequence 

131 <220> FEATURE: 

132 <223> OTHER INFORMATION: Description of Artificial Sequence: human AMCase 

133 cDNA sequence and deduced amino acid sequence 

135 <220> FEATURE: 

136 <221> NAME/KEY: CDS 
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137 


<222> LOCATION: 


(104) . . 


(1531) 




















139 


<400> SEQUENCE: 


2 


























140 


gctttccagt ctggtggtga atcctccata gtctgaagcc 


tttgtgataa ccacagaatc 


fin 


142 


agaacatata aaaagctctg cgggactggt gctgactgca 


acc 


atg 


aca 


aag 




IIS 


143 


























Met 


Thr 


Lys 


Leu 




144 


























1 










146 


att 


etc 


etc 


aca 


ggt 


ctt 


gtc 


ctt 


ata 


ctg 


aat. 


ttg 


cag 


etc 


ggc 


4- /-i4- 

LCL 


1 fi 7 
J. O 3 


147 


lie 


Leu 


Leu 


Thr 


Gly 


Leu 


Val 


Leu 


lie 


Leu 


Asn 


Leu 


Gin 


Leu 


Giy 


Ser 




148 


c 

5 










1U 










1 D 










ZU 




150 


gcc 


tac 


cag 


ctg 


aca 


tgc 


tac 


ttc 


acc 


aac 


tgg 


gcc 


cag 


4- -j 

tac 


egg 


cca 


Oil 


151 


Ala 


Tyr 


Gin 


Leu 


Thr 


Cys 


Tyr 


Phe 


Thr 


Asn 


Trp 


Ala 


Gin 


Tyr 


Arg 


Pro 




152 










25 










iU 










5 D 






154 


ggc 


ctg 


ggg 


cgc 


ttc 


atg 


cct 


gac 


aac 


ate 


gac 


ccc 


tgc 


etc 


4-^4- 

tgt 


acc 


z d y 


155 


Gly 


Leu 


Gly 


Arg 


Phe 


Met 


Pro 


Asp 


Asn 


t1 » 

lie 


Asp 


Pro 


Cys 


Leu 


Cys 


Thr 




156 








4U 










4 D 










D U 








158 


cac 


ctg 


ate 


tac 


gcc 


4-4-4- 
ttt 


get 


ggg 


agg 


cag 


aac 


aac 


gag 


ate 


acc 


acc 


jU / 


159 


His 


Leu 


He 


Tyr 


Ala 


Phe 


Ala 


Gly 


Arg 


Gin 


Asn 


Asn 


G1U 


lie 


Thr 


Thr 




160 






55 




















DD 










162 


ate 


gaa 


tgg 


aac 


gat 


gtg 


act 


etc 


tac 


caa 


get 


+- +- 

ttc 


aat 


ggc 


ctg 


aaa 


Tec 

ODD 


163 


lie 


Glu 


Trp 


Asn 


Asp 


Val 


Thr 


Leu 


Tyr 


Gin 


Ala 


Pne 


Asn 


Gly 


Leu 


Lys 




164 




70 










/ D 










oU 












166 


aat 


aag 


aac 


age 


cag 


ctg 


aaa 


act 


etc 


ctg 


gcc 


att 


gga 


ggc 


tgg 


aac 


ft U J 


167 


Asn 


Lys 


Asn 


Ser 


Gin 


Leu 


Lys 


Thr 


Leu 


Leu 


Ala 


lie 


Gly 


Gly 


Trp 


Asn 




168 


o c 
o 5 










y u 










Q C 










1UU 




170 


ttc 


ggg 


act 


gcc 


cct 


ttc 


act 


gcc 


atg 


gtt 


tct 


aCt 


cct 


g a g 


aac 


cgc 


1 Jl 


171 


Phe 


Gly 


Thr 


TV T _ 

Ala 


Pro 


Phe 


Thr 


Ala 


Met 


vai 


Ser 


Thr 


Pro 


G1U 


Asn 


Arg 




172 










10d 










i i n 
11U 










I 1 c 

II D 






174 


cag 


act 


ttc 


ate 


acc 


tea 


gtc 


ate 


aaa 


4- 4- *> 

ttc 


ctg 


cgc 


cag 


4-af 

tat 


gag 


4-4-4- 
ttt 


4QQ 

*i J J 


175 


Gin 


Thr 


Phe 


Thr 


Thr 


Ser 


Val 


lie 


Lys 


Phe 


Leu 


Arg 


Gin 


Tyr 


G1U 


pne 




176 








lzU 










IzD 


















178 


gac 


ggg 


ctg 


gac 


ttt 


gac 


4- _, _ 

tgg 


gag 


tac 


cct 


ggc 


tct 


cgt 


ggg 


age 


cct 


Dh I 


179 


Asp 


Gly 


Leu 


Asp 


Phe 


Asp 


Trp 


Glu 


Tyr 


Pro 


Gly 


Ser 


Arg 


Giy 


Ser 


Pro 




180 






1 J J 










1 Ad 










14 5 










182 


cct 


cag 


gac 


aag 


cat 


etc 


ttc 


act 


gtc 


ctg 


gtg 


cag 


gaa 


a. uy 




y ci ci 


D :7 D 


183 


Pro 


Gin 


Asp 


Lys 


His 


Leu 


Phe 


Thr 


Val 


Leu 


Val 


Gin 


Glu 


Met 


Arg 


Glu 




184 




150 










155 










160 














get 


ttt 


gag 


cag 


gag 


gcc 


aag 


cag 


ate 


aac 


aag 


ccc 


agg 


ctg 


atg 


gtc 


fid ^ 


187 


Ala 


Phe 


Glu 


Gin 


Glu 


Ala 


Lys 


Gin 


He 


Asn 


Lys 


Pro 


Arg 


Leu 


Met 


Val 




188 


165 










170 










175 










180 




190 


act 


get 


gca 


gta 


get 


get 


ggc 


ate 


tec 


aat 


ate 


cag 


tct 


ggc 


tat 


gag 


691 


191 


Thr 


Ala 


Ala 


Val 


Ala 


Ala 


Gly 


He 


Ser 


Asn 


He 


Gin 


Ser 


Gly 


Tyr 


Glu 




192 










185 










190 










195 






194 


ate 


ccc 


caa 


ctg 


tea 


cag 


tac 


ctg 


gac 


tac 


ate 


cat 


gtc 


atg 


acc 


tac 


739 


195 


He 


Pro 


Gin 


Leu 


Ser 


Gin 


Tyr 


Leu 


Asp 


Tyr 


He 


His 


Val 


Met 


Thr 


Tyr 




196 








200 










205 










210 








198 


gac 


etc 


cat 


ggc 


tec 


tgg 


gag 


ggc 


tac 


act 


gga 


gag 


aac 


age 


ccc 


etc 


787 


199 


Asp 


Leu 


His 


Gly 


Ser 


Trp 


Glu 


Gly 


Tyr 


Thr 


Gly 


Glu 


Asn 


Ser 


Pro 


Leu 




200 






215 










220 










225 










202 


tac 


aaa 


tac 


ccg 


act 


gac 


acc 


ggc 


age 


aac 


gcc 


tac 


etc 


aat 


gtg 


gat 


835 
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zU 3 


Tyr 


Lys 


Tyr 


Pro 


Thr 


Asp 


Thr 


C 1 17 

oiy 


o ti-L 


Asn 


nla 


Tut* 

iyr 


Ton 
JjcU 


Aon 
noil 


v a. X 


A en 




*"> Ci A 

z U4 




Z 3U 










ZJJ 










Z *t u 












o ft £ 
zUo 




gtc 


atg 


aac 


LaC 


tgg 


aag 


gac 


da L, 


gga 


yta 






(Ta, pr 

y ay 


aag 




883 


"> f\ n 
zU / 


Tyr 


17" a 1 

vai 


Met 


Asn 


Tyr 


Trp 


Lys 


Asp 


Asn 


P 1 17 


a l ^ 
hia 


rlU 


Ala 

nla 




T.17 c 

i_iy o 


JjcU 




zUo 


z4D 










Z jU 










OSS 

Z J J 










z U \J 




0 1 fl 

zlU 


ate 


gtt 


gga 


LLC 


cct 


ace 


-1- = 4- 
L.O. L. 


prpra 

gg a 


r»a p* 1 
tat 


a a p* 
CICH_ 




CL U O 




a ryp^ 
ciy 


aac 


ccc 


931 


Oil 

zll 


lie 


v a j_ 


vjiy 


tr ne 


Pro 


i nr 


Tyr 


oxy 


nib 


Asn 


Oho 


Tip 

_L X tr 


T All 

1j tr U 


Car 


o 11 


r ivj 














OCR 
ZD J 










z / u 










97 S 
Z / J 






zl4 


tec 


aac 


act 




QLL 


ggt 


gec 


CCC 


att 


Ut u 


ggt 


y ti. 


ggt 


p? +* 


get 


rrrr rr 

yyy 


Q79 


ZlD 


Ser 


Asn 


i nr 


Giy 


lie 


P"" 1 \T 

l^iy 


Ala 

Ala 


Pro 


Thr 


oer 


r 1 17 


Ala 
nla 


n 1/ 


ri KJ 


Ala 


Pl v 




216 








o q n 
z oU 










Z oD 










o an 
Z u 








O 1 Q 

zlo 


ccc 


car. 


gee 


aag 


gag 


tct 


ggg 


a -1- r-» 

ate 


tgg 


get 


Lat 


tat 


gag 


afp 
d 


tgt 


a p» o 


10 97 

J. \J Z / 


2ly 


Pro 


Tyr 


Til , 

Ala 


Lys 


/"•ill 

GlU 


Ser 


■oiy 


lie 


Trp 


Ala 

Aia 


Tyr 


Tyr 


VjIU 


lie 


Cys 


i nr 




zzU 






O Ci c 

z y d 










3 U U 










"5 fi S 










0 o o 
zzz 


-1- 4- _ 

LLC 


ctg 


aaa 


aat 


gga 


gee 


act 


cag 


gga 


tgg 


gat 


gec 


cct 


cag 


gaa 


gtg 


1 07 S 


o o 
223 


Pne 


Leu 


Lys 


Asn 


Gly 


Ala 


inr 


Cjin 


biy 


Trp 


Asp 


Ala 

Aia 


Pro 


bin 


r* l ii 

UlU 


Val 




224 




310 










31D 










jzU 












ZZ 0 


cct 


f f 
tat 


gec 


4- _ 4- 

tat 


cag 


ggc 


s a 4- 

aat 


gtg 


tgg 


gtt 


ggc 


+■ a t- 
LaL 


gac 


aac 


a. 


aag 


1 1 9*3 
J_ JL Z j 


227 


Pro 


Tyr 


TV 1 «•» 

Ala 


Tyr 


Gin 


Gly 


Asn 


Val 


Trp 


vai 


(jiy 


Tyr 


Asp 


Asn 


Tic 

lie 


Lys 




o ^ o 

22 o 


"3 ^ C 

32 D 










33U 




















^ A C\ 
j 4 u 




Z 3 U 


age 


tLC 


gat 


att 


aag 


get 


caa 


tgg 


CLL 


aag 


cac 


aac 


aaa 


i-1-t- 

LLL 


gga 


ggc 


1171 


231 


Ser 


Pne 


Asp 


Ti- 
ne 


Lys 


Ala 


bin 


Trp 


Leu 


Lys 


TJ A C* 

rllS 


Asn 


Lys 


rfie 


C 1 17 

biy 


C 1 17 

biy 




z3 z 










34 j 










j jU 










3 D D 






z o 4 


gee 


aty 


gtc 


tgg 


gee 




gat 


ctg 


pra t" 

yau 


rr 3 p 

y at 


L Lt 


Clt 1— 


CfCTC* 


CI v_« L, 






1219 


Z3 D 


A T a 

Ala 


met 


Wa 1 

vai 


Trp 


a 1 a 

Aia 


lie 


Asp 


Leu 


Asp 


Asp 


lr lie 


T> V» 
J. J1X 


uiy 


1 ill. 


r lie 






23 d 








3 bU 










ice 
ODD 










7 ft 








ZJO 


aac 


cag 




aag 




ccc 


uw 




. tec 




ctg 


day 


a a rr 
ci a. y 


y 


t- LL 


pr pro 
y y u 


1267 


z3 y 


Asn 


Gin 


P* 1 IT 

biy 


Lys 


pne 


Pro 


Leu 


lie 


Ser 


i nr 


Leu 


Lys 


Lys 


Aid 


Leu 


Pi v 




z4 U 






3 / D 










3oU 










ope 










z4 z 


ctg 


cag 


agt 


gca 


a rr+- 

ay L 


tgc 


acg 


get 


cca 


get 


cag 


CCC 


aft 


rra pt 

gag 


tta 


a "t" a 
a ua 


1 "31 S 


24 3 


Leu 


Gin 


Ser 


Ala 


Ser 


Cys 


Thr 


A 1 -a 

Aia 


Pro 


Ala 

Aia 


Liin 


Pro 


Tl Q 

lie 


LrlU 


Pro 


1 ±e 




*~> A A 

24 4 




3y u 










one 










Ann 
4 uu 












O A £ 
Z 4 0 


a n+- 


get 


get 


ccc 




ggc 


age 




aac 


ggg 


age 


ggg 


agt 


age 


age 


tct 


1 


Z4 / 


Thr 


Ala 

Ala 


Ala 

Aia 


Pro 


Ser 


C 1 17 

<aiy 


Car 

oer 


C 1 \r 


Asn 


Gly 


Ser 


Gly 


Ser 


Ser 


Ser 


Ser 




24 o 


4U J 










A 1 C\ 

41U 










415 










420 




OCA 

zjU 


gga 


ggc 


age 


teg 


gga 


ggc 


agt 


gga 


ttc 


tgt 


get 


gtc 


aga 


gec 


aac 


ggc 


1411 

X H XX 


9 R 1 


Gly 


Gly 


Ser 


Ser 


Gly 


Gly 


Ser 


Gly 


Phe 


Cys 


Ala 


Val 


Arg 


Ala 


Asn 


Gly 




252 










425 










430 










435 






254 


etc 


tac 


ccc 


gtg 


gca 


aat 


aac 


aga 


aat 


gec 


ttc 


tgg 


cac 


tgc 


gtg 


aat 


1459 


255 


Leu 


Tyr 


Pro 


Val 


Ala 


Asn 


Asn 


Arg 


Asn 


Ala 


Phe 


Trp 


His 


Cys 


Val 


Asn 




256 








440 










445 










450 








258 


gga 


gtc 


acg 


tac 


cag 


cag 


aac 


tgc 


cag 


gee 


ggg 


ctt 


gtc 


ttc 


gac 


ace 


1507 


259 


Gly 


Val 


Thr 


Tyr 


Gin 


Gin 


Asn 


Cys 


Gin 


Ala 


Gly 


Leu 


Val 


Phe 


Asp 


Thr 




260 






455 










460 










465 










262 


age 


tgt 


gat 


tgc 


tgc 


aac 


tgg 


gca 


taaacctgac ctggtctata ttccctagag 


1561 


263 


Ser 


Cys 


Asp 


Cys 


Cys 


Asn 


Trp 


Ala 




















264 




470 










475 






















266 


ttccagtctc ttttgettag gacatgttgc ccctacctaa 


agtcctgcaa taaaatcagc 


1621 


268 


agtc 






























1625 



file://C:\CRF4\Outhold\VsrJ0042 1 9B.htm 1 0/24/02 



RAW SEQUENCE LISTING DATE: 10/24/2002 

PATENT APPLICATION: 05/10/004,2193 TIME: 15:55:40 



Input Set : A:\Sequence Listing. txt 
Output Set: N:\CRF4\10242002\J004219B.raw 



2/1 


<210> SEQ ID NO 


: 3 


























272 


<211> LENGTH: 1525 


























273 


<212> TYPE: 


DNA 




























■"1 "7 A 

274 


<213> ORGANISM: 


Artificial Sequence 


















276 


<220> FEATURE : 




























277 


<223> OTHER 


INFORMATION; 


: Description of 


Combined DNA/RNA Molecule 


: mouse 


278 




AMCase cDNA sequence and deduced amino acid 










279 




sequence 




























281 


<220> FEATURE: 






























<223> OTHER 


INFORMATION: 


; Description of Artificial Sequence 


: mouse AMCase 


283 




cDNA sequence 


and 


deduced 


amino acid sequence 










285 


<220> FEATURE: 




























286 


<221> NAME/KEY: 


CDS 


























287 


<222> LOCATION: 


(1) 


, . (1419) 






















289 


<400> SEQUENCE: 


3 


























290 


ar,g 


gcc 


aag 


ct.a 


ctt 


etc 


gtc 


aca 


ggt 


ctg 


get 


Cut 


ctg 


ctg 


-a -i 4- 


ejet 


A ft 


291 


Met 


Ala 


Lys 


Leu 


Leu 


Leu 


Vdl 


Thr 


biy 


Leu 


Ala 


Leu 


Leu 


Leu 


Asn 


Ala 




292 


1 








_> 










i n 
iu 










1 ^ 






2 94 


cag 


ctg 


ggg 


4- ~ 4- 

t-Ct- 


gcc 


tac 


_ _ 4- 

aar. 


ctg 


ata 


tgc 


4 ,4- 

tat 


LLC 


acc 


CiuL- 


tgg 


gcc 


27 U 


295 


Gin 


Leu 


Gly 


Ser 


Ala 


Tyr 


Asn 


Leu 


I LB 


Cys 


Tyr 


r) Vi q 
rile 


Thr 


Asn. 


Trp 


a l a 

Hid. 




296 








20 










ZD 


















298 


cag 


-4- -3 


egg 


cca 


ggt 


ctg 


ggg 


age 


ttc 


aag 


cct 


gat. 


gac 


alt 


aac 


ccc 


1 A A 

1 *i *± 


299 


Gin 


Tyr 


Arg 


Pro 


Gly 


Leu 


uiy 


Ser 


T> V» r± 

File 


Lys 


Pro 


Asp 


Asp 


lie 


Asn 


rlU 




300 






35 










A A 

40 










A K 

4 D 










302 


tgc 


ctg 


tgt 


act 


cac 


ctg 


ate 


tat 


gcc 


4-4-4- 

tXT. 


get 


ggg 


atg 


cag 


aac 


ddl 


1 Z 


303 


Cys 


Leu 


Cys 


Thr 




Leu 


He 


lyr 


Ala 


r Jit- 


Ala 




Mpf 
K1C U 


\j j. ii 


Asn 


Asn 




304 




50 










55 










60 














gag 


ate 


acc 


acc 


ata 


gaa 


tgg 


aat 


gat 


gtt 


act 


etc 


tat 


aaa 


get 


ttc 


240 


307 


Glu 


He 


Thr 


Thr 


He 


Glu 


Trp 


Asn 


Asp 


Val 


Thr 


Leu 


Tyr 


Lys 


Ala 


Phe 




308 


65 










70 










75 










80 




310 


aat 


gac 


ttg 


aaa 


aac 


agg 


aac 


age 


aaa 


ctg 


aaa 


acc 


etc 


ctg 


gca 


att 


288 


311 


Asn 


Asp 


Leu 


Lys 


Asn 


Arg 


Asn 


Ser 


Lys 


Leu 


Lys 


Thr 


Leu 


Leu 


Ala 


He 




312 










85 










90 










95 






314 


gga 


ggc 


tgg 


aac 


ttt 


gga 


act 


get 


cct 


ttc 


act 


acc 


atg 


gtt 


tec 


act 


336 


315 


Gly 


Gly 


Trp 


Asn 


Phe 


Gly 


Thr 


Ala 


Pro 


Phe 


Thr 


Thr 


Met 


Val 


Ser 


Thr 




316 








100 










105 










110 








jlo 


tct 


cag 


aac 


cgc 


cag 


acc 


ttc 


att 


acc 


tea 


gtc 


ate 


aaa 


ttt 


ctg 


cgt 


384 


319 


Ser 


Gin 


Asn 


Arg 


Gin 


Thr 


Phe 


He 


Thr 


Ser 


Val 


He 


Lys 


Phe 


Leu 


Arg 




320 






115 










120 










125 










322 


cag 


tat 


ggg 


ttt 


gat 


gga 


ctg 


gac 


ctg 


gac 


tgg 


gaa 


tac 


cca 


ggc 


tea 


432 


323 


Gin 


Tyr 


Gly 


Phe 


Asp 


Gly 


Leu 


Asp 


Leu 


Asp 


Trp 


Glu 


Tyr 


Pro 


Gly 


Ser 




324 




130 










135 










140 












326 


cgt 


ggg 


age 


cct 


cct 


cag 


gac 


aag 


cat 


etc 


ttc 


act 


gtc 


ctg 


gtg 


aag 


480 


327 


Arg 


Gly 


Ser 


Pro 


Pro 


Gin 


Asp 


Lys 


His 


Leu 


Phe 


Thr 


Val 


Leu 


Val 


Lys 




328 


145 










150 










155 










160 




330 


gaa 


atg 


cgt 


gaa 


get 


ttt 


gag 


cag 


gag 


get 


att 


gag 


age 


aac 


agg 


ccc 


528 


331 


Glu 


Met 


Arg 


Glu 


Ala 


Phe 


Glu 


Gin 


Glu 


Ala 


He 


Glu 


Ser 


Asn 


Arg 


Pro 




332 










165 










170 










175 






334 


aga 


ctg 


atg 


gtt 


act 


get 


get 


gta 


get 


ggt 


ggg 


att 


tec 


aac 


ate 


cag 


576 
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